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454 sequencing of parental lines to isolate SNP markers
Sequencing artifact

al2odh-30045581 o
alzoah-36113463 u ctegcagggtitgttotgteat gaaaaccoktgttgtttoggtt
Al2oh-36384359 o

gtotaccoctototgaatgatgagagt bt gotgagt ot act bogagggst
aaatggatcttgagaggaatacagatgokttggaatstoct gaacttatcacacaactattgtctaceoctctctgaat gat gagagt ttgct gagt ot gact tcgagggst
ttgtotacootototdaatgatgagagt ttdotdagtotftdact togagggot

early big-61936991 ctgoagggtttgttctgteat faaaaccotgtigt stttctaaastggatctigagaggaatacagat godttggast gtoct faactiatcacacaactat totctacoctctct gaat gat gagagt tt ot gaghs¥ctgack togaggsgt
early big-61965180 ctgcaggstttottototoat faaaaccot, toggtttotasaatggatcttgagaggast acagat sokttggaat gtoct faact tatcacacaactat tgtctacootot ct gast gat gagagt bt sot gagbodot galt tcgagggst
early big-620158562 ctgcagggtttgttctgtcatgaaaacco @it ttoggttictaaaatggatott tacagatgoktiggaatgtoctgaacttatcacacaactattgictacococtototgaatgatgagagt tigot gagtg¥etgact togagsgggt
early big-62020308 ctgcagggtttgttctgtcatgaaaacccﬁkgttgtttcggtttctaaaatggatcttgagaggaatacagatgc*ttggaatgtcctgaacttatcacacaactattgtctaccctctctgaatgatgagagtttgctgagtg*ctgacttcgaggggt
early big-62025233 ctgcagggtttobtototoat gaaaaccototistttogsttictaaast ggat chtgagaggaat acagat gobttggaat stoct faact tatcacacaactat tetctacoot oot gaat gat gagagt tt ot gagto¥ct gact togagosst
early hig-62026056 ctocagggtitgttotgtcatgaaaacccktgttotitoggttictaaaatogatott tacagatgocktiggaatgtoctgaacttatcacacaactattgtictacococtototgaatgatgagagt tigot gagtg¥ctsact togasgggt
early big-62034721 ctgcagggtttgttotgteatgaaaaccotgttgtttoggttictaaaatggatott tacagatgocktiggaat tcctgaacttatcacacdﬂctattgtctaccctctctgaatgatgagagtttgctgagtg*ctgacttcgaggggt

early hig-62038306
early hig-62052123
early hig-62071d1d
early big-62140827
early hig-621G8508

ctgoagggtttgbtctgtocat faaaaccotigtigtttogsttictaaaat ggat chtgagaggaat acagat godttggaat gtoct faact tatcacacaactat tetctacoot oot gaat gat gagagt tt ot gagtg¥ct gact togaggggt

ctaccctototgaatgatgagagttigotgagtgdctsact togagggst
ctgcagggtttgttotgteatgaaaaccotgttgtttoggttictaaaatggatott tacagatgorttggaatgtoct gaacttatcacacaactattgtotacootototgaat gatgagagt ttgotgagt g¥ctgact togagggst
ctgcagggtttottototeat faaaaccotigtbstttogsttictaaast ggat cttoagagoaat acagat gokttggaatstoct faacttatcacacaactat totctacoct oot saat sat gagagt tt ot sagto¥ctgact togagosst
ctgcagggtttobtototoat gaaaaccototist ttogsttictaaast ggat chtgagaggaat acagat godttggaat stoct faact tatcacacaactat tetctacoot chtpagtsat gagagt tt ot gagto¥ct gact togagosst

CCCCOCCCCCCCC

early hig-62219929 ctocagggtitgttotgtcatgaaaacccktgttotitoggttictaaaatogatott tacagatgcktiggaatotoctgaacttatcacacaactattotctacooctofictgaadgatgagagt tt ot gagtgdctgact togaggogt
Seoh33-36023118 u ctgcagggtttgttctgtcatgaaaaccc*tgttgtttd%gdﬂtctaaaar atott tacagatgcfittogaatgtofftgaact tateacacadltBr tototacootbt ot Daat §at gagagt bt oot gagt oot gact teagost
Solch33-30004570 © ctaccoljctc teagagtitgotgagtah goggt
Sodh 336310465 u ctgcagggtttattotgtoeatgaasaccottgttat ttcfstRictasaat sgat ct tsagaggaat acagat gokt tggaat st el gaact tatcacacadlitBt tetctaccetict datzagagtttoctgagtofCtedgt toflagsset
Lol000_dh3-61972139 ctattgtotacoctyfiotgaatfatgagagt tgotgagt gacttogaggsgt
Lol000_ch3-61931496 u ctgcagggtttotictotoat faaaaccotgttgtttogsttictaaaatogatctigagagoaatacagat okt tggaatstoct faacttatoacacaactat totctacoctohtsaxoat gagagt tt ot sagoft sac it coagosst
tol000_dh3-62045204 u ctgcagggttbgtictgtoatgaaaaccottgtigtttoggtttctaaaatggatcttgagaggaatacagatgorttggaat oot gaact tatcacacaactat tgtctacoctctctgaat gat gagagt thgctgag gactbogagggst
tolooo_dh3-62052556 © ttgtoctaccotototgastgatgagagtttoctgagiodrtgact togagogst
tol000_oh3-62074602 u ctgcagggstttostictostoataaaaccoktgttgtttogstttctaaaatogatctigagagsaatacagat okt tggast stoct faacttatoacacaactat totctacoctct ot saat sat gagagt tt ot sagk oAt Sact Logagssst
tol000_dh3-62119672 u ctgcagggtttgtictgtoat daaaaccoktottgtttogsttictaaaat ggat ctigagaggaat acagat godt tggaat stoct faact batcacacaactat tetctacootctot gaat gat gagagt tt ot Sagi ot factbogdagsgst
tol000_dh3-62165240 u ctgcagggtttgtictgtcat gaaaaccotgttgtttoggttictaaaatggat ctigagaggaatacagat gokttggaatgtoct faacttatcacacaactat tgtctacocctctct saat gat gagagt ttgctgag gachtogaggsst
tol000_odh3-6217414d U ctgeagggtttghtictgteatgaaaaccottgttgtttoggtttotaaaatggatott tacagatgoktiggaat tcctgaacttatcacacdﬂctattgtctaccctctctgaatgatgagagtttgctgagt gagttogaggggt
CONSENsUS U ctgcaggstttottototoat gamaaccoktgttst ttogsttictaaaat ggat chtgagaggaat acagat gokt tggaat stoct gaact tatcacacaactat tetctacocot chot gaat gat gagagt tt ot gagtgdct gact togagosst
al2oh-36045581 ctggootggotagatotsa) ttctcaggatgacaccgaagttctagaaacgttgtttcccttccccactttgcttccgtccttccaggtactttgatagtgtgattagatgatcattctatégkcattccttcacttttctEkcaagtggaa
al20h-36113463 u ctggogtddotagatots gttctoaggat dacaccgaagt totagaaacstigtticooticon

alzdh-363584359 © cteggogtggotagatotaas ttoctoaggatgacace: sttctagaaacgttgtttoocttoocccactttgottocgtocticcaggtact it gatagtstgat tagat gatcattotatgtecat tecttocacttttottocaagt ggaa
early big-61936991 u ctggogtggotagatotgagtatotiigttotcaggat gacaccfaqiktctagaaacgttgittoocttoooe

early big-01965180 u ctggogtgdotagatotgagiatotilictictoaggat facacadTtY ctagaaacgttgbttooottocoe

early big-62018562 u ctggogtggotagatctgagtatettiicttotoaggat facay betagaaacgttgtticoctticooe

early big-62020308 u ctggogtggotagatctgagtatotitottctoaggatgaca ttagaaacgtigtticocticooe

early big-62025233 u  ctggogtogotagatotgagtatotiicttotoaggat sacs dtagaaacsttgtttoocticone

early big-62026006 u  ctggogtggotagatotgagtatotitcttctoaggat facy dtagaaacstigtticocticooe

early hig-62034721 u ctggcgtggctagatctgagtatotitottictoaggatsacy dtagaaacgttgtttooctt

early big-62035306 u ctggegtogotagatotgagtatotitotictcaggatsacs J agaaacgttgtttcccttcccdm

early big-62052123 © ctggogtgdotagatotgagtatotitcttcioaggat gacy grtagaaacgtigttbcocticoocactttgotbcogt oot tocaggtact ttgatagt st gat bagat datcat totat gtocat toot toact bt ot coaagtagas
early hig-62071414 u chtggcgtggoctagatctgagtatocttictictocaggatgaca gtagaaacgttgtitococttooo

early big-62140827 u ctggogtggotagatctgagtatetitottcteaggatgaca ttagaaacgtigtticocticooe

early big-62188808 u ctggogtogotagatotgagtatotitcttotoaggat sacado tagaaacgttstitoocttoooe

early big-62219929 u ctggogtggotagatotgagtatotibcttoboaggat facackPaaTtbotagaaacgttet ttooottocon

gddh33-36023118 u ctogeotggctagatctgagtatctticttctcaggat gacacogaag;

golch33-36064570 © ctggogtggotagatotgagtatotitotictcaggat gacaccgastti totagaaacgttgittocottoconact ttgot bocgt cot tocagstact bt gt agt st gat tagat gatcat totatgtecat teot toact titcttocaagtasaa
golch33-30004955 © atgacaccgaagttoctagaaacgtigttbcooticoocact ttgotboogt cot tocaggtact i gt agt st gat bagat datcat totatgtocat toot toact b botcoaagtagan
2ddh33-36310465 u ctggestggetagatectgagt ghrhttetictocaggat gacaccgaagt tctagaaacgttgttt

tol000_odh3-61972139 © ctggogtogotagatotgagfatittictictcaggat gacaccgaagtictagaaacgttgittooottcoooact tigottocgt cot tocagstact tigatagt st gat tagat gatcat tetat gtecat teot toact titottocaagtosaa
Lol000_ch3-6193149 u ctggogtggotagatotaa ttotictoaggatfacaccgaagttotagaaacstigtticocttooce

tol0o0_dh3-62045204 u ctggostggotagatotgagtatittidttcboaggat facaccgaagttctagaaacgttgtb ttooottocon

tolooo_dh3-620528586 © ctggogtggctagatots. totocaggatgacaccgaagttctagaaacgttgtitoocttooccacttigottoogtcotbocaggtact ttgatagt gt gat tagat gatcattoctatgtecat tocttoacttttottocaagtggaa
tol000_odh3-62068314 © gattagatgatcattotatstocattoottoacttttottocaagtogas
Lol000_dh3-62074602 u ctggogtgdotagatotoa tctcaggatgacaccgaagttctagaaacgttgtttcccttcccdm

tolooo_dh3-62119672 u ctggcgtggctagatotgagtatitttgtictoaggat facaccgaagttctagaaacgttgtticoct oo

tol000_dh3-62165240 u ctggogtggotagatotgagtatittifttotcaggat gacaccgaagtictagaaacgttgittoocttocoe

Lol00o_dh3-62174144 u ctggogtogotagatotgagiatptticttotoagsat sacaccgaasttctagaaacgttgtttooctt

SNP found in both A12 and To1000 SNP found in single parent



768 SNP’s selected for variation in parental lines screened against Bo and
C genome DFFS sets and parental lines

Principal Coordinate Analysis of 100 SSRs on 94 lines

1006 alleles in total
503 alleles at >=5 abundance used for diversity analysis
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Our uses of Next Generation sequencing:-
€ BAC and Fosmid sequencing

€ Small RNA

¥ Whole genome Sequencing of pathogens
e.G Xanthomonas and Bee viruses

€ Transcriptional sequencing for marker identification and
for abundance of message at a given stage in the life cycle.

€ Eco-tilling for novel alleles

€ Whole genome assemblies of crops eg. Brassica and
lettuce accessions



Assembly of lllumina GAlIx reads for comparative genomics

FosITion: 18a1.32c.5
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I Translate B Consensus

TTCATGCCGCTACCCGCARCACCCGCCACCTCGCTCGGCATCGTCTCCARCCTGTTGT TCARAT TGARGARATAGGC T TCGTARGT TCTTCGGAATCTCTTCGTGGECGATTTCGE

M EfEeEs. S,

HHUS | -ERSS91 _2_28_1175_1444%3
HHUS [ -ERSS91 _3_1 71822 _047#0 /1
HHUS | —EASSQ1 _2_22_787_1825%0 1
HUUS | -EASS21 _3_75_1265_1452%0 /1
HHUS | -EASS21 _3_86_186_1 55640,/
HHUES | -ERSS91 _2_48_1872_1 266%5 /1
HHUS | —ERSSQ1 _2_S55_193_118680 /2
HUUS | -ERSS21 _3_2_474_18354a
HHUS | -EASS21 _3_A7_285_ 26040
HHUS | -ERSS91 3 67 _287_2714%8 /1
HUUS | —ERSSO1 _2_23_424_1414%0,2
HUUS | -ERSS21 _3_S56_1766_723%0,1
HHUS | -EASS21 _3_12_1583 62740,
HHUS | -ERSS91 330 _592_1151#8,1
HUUS | —~EASSQ1 _2_230_732_1340%0 /2
HUUS | -ERSS21 _3_A6_1856_1 156%0 /1
HHUS | -EASS21 _3_36_122_714#a /1
HHUS | -ERSS91 325312 56248 /1
HHUS | —ERSSO1 _2_0_824_72488 .1
HUUS | -EASS21 _3_A0_754_1 26640,/
HUUS | -EASS21 _3_53_S543_152540,1
HUUS | -EASS21 _3_45_517_2374#0 /2
HHUS | -ERSS91 _2_48_1872_1 266%0 /2
HHUS | -ERSSQ1 _2_6_1628_026%@ /1
HUUS 1 -EASS21 _3_19_1344_1265%0 /2
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TTCATGCCGCTACCCGCARCACCCGCCACCTCGCTCGGCATCGTCTCCARCCTGTTGTTCARART TGARGAARTAGGC TTCGTARGT TCTTCGGRARTCTCTTCGTGGLGATT TCGE

TTCATGCCGCTACTCGCAACA T
TTCATGCCGCTACTCGCARCAC T
TTCATGCCGCTACTCGCAACAL b
TTCATGCCGCTACTCGCARCACE
TTCATGCCGCTACTCGCARCACT p
TTCATGCCGCTACTCGCAACACCT b
TTCATGCCGCTACTCGCAACACCTG
TTCATGCCGCTACTCGCAACACCTG
TTCATGCCGCTACTCGCAACACCTGE b
TTCATGCCGCTACTCGCAACACCTGE
TTCATGCCGCTACTCGCARCACCTGCC b
TTCATGCCGCTACTCGCAACACCTGCC
TTCATGCCGCTACTCGCARCACCTGCCAL
TTCATGCCGCTACTCGCARCACCTGCCAL
TTCATGCCGCTACTCGCARCACCTGCCACCT
TTCATGCCGCTACTCGCARCACCTGCCACCT

TTCATGCCGCTACTCGCAACACCTGCCACCTC b
TTCATGCCGCTACTCGCAACACCTGCCACCTE b
AGCCGCTACTCGCARCACCTGCCACCTCGCTCGGCAL

ACGCTACTCGCARCACCTGCCACCTCGCTCGGCATC
ACGCTACTCGCARCACCTGCCACCTCGCTCGGCATC
AGCTACTCGCARCACCTGCCACCTCGCTCGECATCGI
AGCTACTCGCARCACCTGCCACCTCGCTCGGCATCGI
ITACTCGCARCACCTGCCACCTCGCTCGGCATCGTE b
AACTCGCARCACCTGCCACCTCGCTCGGCATCGTCT I

Strategy of Contig 'NC_010688.1"
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Fosition: 18133832
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HHUS | -ERSSO1 _2_54_384_1366%0 /2
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