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Details and links to a wide range of Brassica experimental resources, including
Resources plants, reference populations, clone libraries, genetic markers.

. Adiverse and growing range of information relating to Brassica research and
Information development, databases, and background information about the crop and
markets
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. Listings of upcoming and past meetings and conferences including links to
Meetings abstracts and other inforrmation online

Comparative Genome Viewer-Minimum Tiled BACs on
drabidopsis

i Information on how to subscribe and paticpate inthe brassicainfo email
e-mail list discussion list. Currently = 320 memhbers worldwide,

Minimum tiling path Brassica BAC clones on Arabidopsis Chromosomes

BAC clones are alocated on Arabidiopsis pseudo chromosomes based on directional (+ to -) and significant (<E-6) hits of both end
sequences within 30-500 kKb interval, Under this criteria, a total of 4317 BAC clones are dlocated on Arabigopsis chromosomes ook
at the Arabidopsis Brassica Gename Browser), & total of 629 BAC clones with minimum owverlap (minimum tiing BACS) are selected fo
sequencing. Al the BAC sequence will be further used for genetic mapping and Arabigopsis-Brassica comparaive genome analysis.
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Collating information and providing links for the International Brassica community



Multinational Brassica Genome Project

Achievements: resources now in public domain

e Genetic maps and populations
 Collation of public-domain SSR markers

e ESTs in public repositories

* BAC libraries and physical (BAC) contig maps
* |nitiation of B. rapa sequencing project

» Analysis of B. oleracea shotgun sequences

« www.brassica.info website and links

* “White Paper” , with national profiles




Multinational Brassica Genome Project

Additional objectives and opportunities:

» Standardised screening of Diversity (diversity sets)
* Induced variation (TILLING)

» Transcriptional micro-arrays ?

» Standardisation of nomenclature

* Information registries and exchange standards

* Integration of genetic and genomic maps : from QTL to gene
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. rapa Sequencing Status

Rapid rise in DNA sequence data

Feb 2007 : > 1 million Brassica
accessions in NCBI GenBank

Today: 1,034,629 entries

=» easier to find orthologous genes



Affymetrix Brassica community GeneChip®

Brassica ESTs in GenBank

Jan 2006 100,000 + 30,000 pledged
Jan 2007 148,000
Today 212,904
June 2007 620,000
July — Oct design, community review

Oct-Dec 2007 release of GeneChip




Affymetrix Brassica community GeneChip®

Brassica ESTs in GenBank

Jan 2006 100,000 + 30,000 pledged
Jan 2007 148,000
Today 212,904
June 2007 620,000
July —Get design, commuily review

Oct-Dec 2C07 release of Gernelhin




Brassica community Array?

Brassica ESTs in GenBank

Jan 2006 100,000 + 30,000 pledged
Jan 2007 148,000

Today 221,367

June 2007 620,000

July — ? design, community review
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?0ther platforms: Agilent, Combimatrix, Nimblegen etc




