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Brassica trait genetics at Warwick HRI

Water use efficiency - Thompson

Phosphate and other mineral use efficiency – Hammond (White)

Nitrogen use efficiency – Teakle, Pink…

Virus/bacterial disease resistance - Walsh, Holub, Pink, Hand 

Seed dormancy, establishment, vigour - Finch-Savage, Barker

Juvenility/flowering time - Teakle, Thomas, Massiah

Shelf life - Buchanan Wollaston, Pink

Oil content, novel uses eg. bioplastics and biodiesel - Barker, Pink

This is underpinned by:
Genomics lab

Freezer Archive – BAC libraries, EST libraries, pathogens …

Seed Archive – secure storage of research collections
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A)  µMOL FA per seed AG
A B C C C C D D D E Ex Ex Ex F F F G H

LG QTL
Location 

(cM) min max C14:0 C16:0 C18:0 C20:0 C22:0 C24:0 C16:1 C18:1n7 C20:1n7 C18:1n9 C20:1 C22:1 C24:1 C18:2 C20:2 C22:2 C18:3n3 C18:3n6
O1 O1-a 37 17 55 31.61 10.49 62.93 1.55

* * * *
O1 O1-b 72 53 89 0.14 0.70

** **

O2 O2-a 54 39 69 -1.92
** 

O3 O3-a 53 14 80 -0.67 -25.25
**

O3 O3-b 88 76 100 0.59

O4 O4-a 55 41 79 -11.40 -13.59 -1.59 -77.43 -0.05
** * *** ***

O4 O4-b 83 64 104 -1.94 -3.89
* *

O5 O5-a

O5 O5-b 43 20 53 -1.74 1.85
* *

O6 O6-a 15 0 41 -3.48 -0.93 -26.48
* *

O6 O6-b 56

O7 O7-a 16 0 30 0.08 11.29 2.68 1.65 0.47 2.89 4.10 69.05 30.06 1.51 1.61 31.09
*** *** *** * ** ** *** *** * **

O7 O7-b 37 10 69 37.35 17.22 -1.59
** *** *

O7 O7-c 70 -1.23
*

O8 O8-a 5 0 22 55.94 21.87 0.80 -1.06
*** ** 

O8 O8-b 26 11 52 2.93 2.11 0.80 6.43 24.59
** *** * *** **

O8 O8-c 75 49 84 -1.15 0.51
*** *

O9 O9-a 16 0 41 0.86 0.78 0.52 4.98 37.35 11.81 60.87
* *** *** * *

O9 O9-b 50 34 62 -0.10 7.35
* ***

O9-c 84 0.57
**
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