www.brassica.info   MBGP  survey of Public Domain Brassica Experimental Resources  2006;  please return to graham.king@bbsrc.ac.uk

Multinational Brassica Genome Project : Inventory of Public-Domain experimental resources, 2006-01-27

Please complete relevant sections with as much information as possible for any public domain resource for which you are responsible - if there are additional headings you think would be informative please add these.  Please note the heading for website URLs - these will be very useful for drilled-down detail or updates.  

The key information required should include a relevant description (eg originating genotypes etc), contacts for availability, and direct links to any 'limiting liability' Materials Transfer Agreements (MTAs)
It would be appreciated if you could aim to return these to graham.king@bbsrc.ac.uk by the beginning of Jan 9th 2007
Information will then be collated and posted on www.brassica.info under 'resources'

· Reference plant lines

· Plant Populations
· Sequence-tagged markers (individual marker assays, probes or sets)
· Linkage Maps

· BAC libraries

· Sequence datasets

· QTL datasets

· Transcriptional arrays

· Physical maps

· Cytogenetic markers

· Other resource (MIPs, small RNAs, transformation services, cytogenetic markers)

Reference Plant Lines: (one table per line - please cut and paste as required below)
	
	
	Detail
	Comments

	Name
	
	
	

	Type
	(DH, inbred etc)
	
	

	Species
	
	
	

	Female parent
	(+ any pedigree information where available)
	
	

	Male parent


	
	
	

	Population size 
	Number of lines
	
	

	Generated by
	Person - email
	
	

	Institution
	Institution/funder
	
	

	Seed available + parent lines
	(contact email)
	
	

	Link to MTA if relevant
	URL or email
	
	

	
	
	
	

	Map data available
	
	
	

	Reference(s)

Publications or website URL
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, QTL sets
	
	

	
	
	
	


Plant Populations: (one table per population - please cut and paste as required below)
	
	
	Detail
	Comments

	Name
	
	
	

	Type
	(DH, inbred, diversity set, mutant sets, TILLING  etc)
	
	

	Species
	
	
	

	Female parent
	(+ any pedigree information where available)
	
	

	Male parent


	
	
	

	Population size 
	Number of lines
	
	

	Generated by
	Person - email
	
	

	Institution
	Institution/funder
	
	

	Seed available + parent lines
	(contact email)
	
	

	Link to MTA if relevant
	URL or email
	
	

	
	
	
	

	Map data available
	
	
	

	Reference(s)

Publications or website URL
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, QTL sets
	
	

	
	
	
	


Sequence-tagged markers (individual marker assays, probes or sets)
(one table per set - please cut and paste as required below)
	
	
	Detail
	Comments

	Marker assay name
	
	
	

	Type
	(SSR, SNP, CAPS)
	
	

	Species designed from
	
	
	

	Original sequence accession 
	
	
	

	Primer sequence F
	
	
	

	Primer sequence R
	
	
	

	Probe name
	
	
	

	Link to MTA if relevant
	
	
	

	Generated by
	Person - email
	
	

	Institution
	Institution/funder
	
	

	Mapped in which population/map
	
	
	

	Reference(s)

Publications or website URL
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, QTL sets
	
	

	
	
	
	


Linkage Maps

(one table per map - please cut and paste as required below)
	
	
	Detail
	Comments

	Map Name
	
	
	

	Species 
	
	
	

	Population name
	
	
	

	Published?
	
	
	

	Reference(s)

Publications or website URL
	
	
	

	Number sequence tagged loci
	
	
	

	Linkage group nomenclature system
	(eg. N1 - N11, R1-R10, O1-O9 or other arbitrary system)
	
	

	Scoring matrix available
	URL
	
	

	Maintained by
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, QTL sets
	
	

	Versions?
	
	
	


BAC libraries

(one table per library - please cut and paste as required below)
	
	
	Detail
	Comments

	Library name
	
	
	

	Species 
	
	
	

	Plant line
	
	
	

	Published?
	
	
	

	Reference(s)

Publications or website URL
	
	
	

	Number of clones
	
	
	

	Average insert size
	
	
	

	BAC vector
	
	
	

	
	
	
	

	
	
	
	

	Maintained by
	
	
	

	Availability
	Individual clones or whole library, incl info on cost-recovery supply as appropriate
	
	

	Link to MTA if relevant
	URL or email
	
	

	Filters available
	
	
	

	
	
	
	

	Linked to other resources 
	e.g physical maps
	
	

	
	
	
	


Sequence datasets: (one table per set - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	EST, GSS, BAC-end, whole BAC etc
	
	

	Species
	
	
	

	Genotype
	
	
	

	Institution
	
	
	

	Library
	
	
	

	In Genbank
	
	
	

	Number of sequences
	
	
	

	Average length (or range)
	
	
	

	
	
	
	

	Clones available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	Mapped as markers?
	
	
	

	Reference(s)

Publications or websites
	
	
	

	Linked to other resources 
	e.g libraries
	
	

	
	
	
	


QTL datasets: (one table per set - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	(DH, inbred etc)
	
	

	Species
	
	
	

	Population/Map
	
	
	

	Institution
	
	
	

	Trait classes
	
	
	

	List of traits
	
	
	

	Available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	Raw data available
	
	
	

	Reference(s)

Publications or websites
	?URL
	
	

	Linked to other resources 
	e.glinkage maps, candidate genes
	
	

	
	
	
	


Transcriptional arrays: (one table per set - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	(DH, inbred etc)
	
	

	Species
	
	
	

	Type
	Oligo, length?
	
	

	Size
	No. spots
	
	

	Used for already?
	Type of expts
	
	

	
	
	
	

	Institution
	
	
	

	Available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	Map data available
	
	
	

	Reference(s)

Publications or websites
	
	
	

	Linked to other resources 
	e.gEST libraries etc
	
	

	Other info?
	
	
	


Physical maps: (one table per map - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	
	
	

	Species
	
	
	

	BAC library(ies)
	(+ any pedigree information where available)
	
	

	Construction method
	
	
	

	No.contigs
	
	
	

	Cut off parameter
	
	
	

	Institution
	
	
	

	Available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	Map data available
	
	
	

	Reference(s)

Publications or websites
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, 
	
	

	
	
	
	


Cytogenetic markers: (one table per map - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	
	
	

	Species
	
	
	

	Marker type
	BAC, RFLP probe etc
	
	

	Genetic map anchored to
	
	
	

	Chromosome/Linkage group
	
	
	

	
	
	
	

	Institution
	
	
	

	Available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	Map data available
	
	
	

	Reference(s)

Publications or websites
	
	
	

	Linked to other resources 
	e.g BAC libraries, physical maps, 
	
	

	
	
	
	


Other resource : (one table per set - please cut and paste as required below)
	
	
	Detail
	Comments

	Type
	
	
	

	Species
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	Institution
	
	
	

	Available from (contact email)
	
	
	

	Link to MTA if relevant
	
	
	

	
	
	
	

	Reference(s)

Publications or websites
	
	
	

	Linked to other resources 
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